In the crystal structure of the title 1:1 adduct, C 12 H 12 N 2 Á-C 8 H 9 NO 2 , the 4-amino-3-methylbenzoic acid molecules and 1,2-bis(4-pyridyl)ethane molecules are linked by intermolecular O-HÁ Á ÁN, N-HÁ Á ÁO and N-HÁ Á ÁN hydrogen bonds, forming a two-dimensional supramolecular network parallel to (001). In the 1,2-bis(4-pyridyl)ethane molecule, the two pyridine rings are twisted to each other by a dihedral angle of 12.12 (8) . The non-H atoms of the 4-amino-3-methylbenzoic acid molecule are almost coplanar, the maximum atomic deviation being 0.029 (1) Å . Weak C-HÁ Á Á interactions are present in the crystal structure.
Related literature
For related structures, see: Bowes et al. (2003) ; Ferguson et al. (1999) ; Shen & Lush (2010) . For hydrogen-bond motifs, see: Etter et al. (1990) .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ).
Cg is the centroid of the C2-C7 ring. 
Comment
The 1,2-bis(4-pyridyl)ethane is a versatile building block for the purposes of crystal engineering. Each of the pyridyl N atoms acts as a hydrogen bond acceptor, forming linear hydrogen associations (Ferguson et al., 1999) . Other structures related with 1,2-bis(4-pyridyl)ethane and Lewis acid were reported by Bowes et al. (2003) and Shen & Lush (2010) . We present here the crystal structure of the 4-amino-3-methybenzoic acid and 1,2-bis(4-pyridyl)ethane 1:1 adduct.
The structure of the title compound comprises 4-amino-3-methybenzoic acid molecule and 1,2-bis(4-pyridyl)ethane molecule, with no proton transfer. In the structure, the molecules associate 4-amino-3-methybenzoic acid and 1,2-bis(4- 
Experimental
The 4-amino-3-methybenzoic acid (151 mg, 1 mmol) and 1,2-bis(4-pyridyl)ethane (184 mg, 1 mmol) were dissolved in 20 ml methanol, the solution was refluxed for 30 min. The filtered solution was transferred to a 25 ml tube, at room temperature colorless crystals were formed after several days (yield 59.12%).
Refinement
Amino H atoms were located in a difference Fourier map and were refined with the distance constraints of N-H = 0.860±0.001 Å. Other H atoms were positioned geometrically with C-H = 0.93-0.97 Å, and refined using a riding model, U iso (H) = 1.5U eq (C) for methyl H atoms and 1.2U eq (C) for the others. Figures   Fig. 1 . View of the title compound. Displacement ellipsoids for non-H atoms are drawn at the 50% probability level.
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